Supplementary Table 3. Polymerase chain reaction assay specificity test of primers

No. Bacterium Strains HrpB1 HrpB2 RecQ
1 Xanthomonas euvesicatoria Xeul + + +
2 Xanthomonas euvesicatoria Xeu2 + +
3 Xanthomonas euvesicatoria Xeu3 + + +
4 Xanthomonas euvesicatoria XeMul + + +
5 Xanthomonas euvesicatoria XeMu2 + + +
6 Xanthomonas euvesicatoria XeMu3 + + +
7 Xanthomonas euvesicatoria XeMu4 + + +
8 Xanthomonas euvesicatoria XeMu5 + + +
9 Xanthomonas euvesicatoria XeMu6 + + +

10 Xanthomonas euvesicatoria XeMu7 + + +

11 Xanthomonas euvesicatoria XeMu8 + + +

12 Xanthomonas euvesicatoria XeMu9 + + +

13 Xanthomonas euvesicatoria XeMul0 + + +

14 Xanthomonas euvesicatoria XeHrl + + +

15 Xanthomonas euvesicatoria XeHr2 + + +

16 Xanthomonas euvesicatoria XeHr3 + + +

17 Xanthomonas euvesicatoria XeHr4 + + +

18 Xanthomonas euvesicatoria XeHr5 + + +

19 Xanthomonas euvesicatoria XeHr6 + + +

20 Xanthomonas euvesicatoria XeHr7 + + +

21 Xanthomonas euvesicatoria XeHr8 + + +

22 Xanthomonas euvesicatoria XeHr9 + + +

23 Xanthomonas euvesicatoria XeHr10 + + +

24 Xanthomonas euvesicatoria XeQil + + +

25 Xanthomonas euvesicatoria XeQi2 + + +

26 Xanthomonas euvesicatoria XeQi3 + + +

27 Xanthomonas euvesicatoria XeQi4 + + +

28 Xanthomonas euvesicatoria XeQi5 + + +

29 Xanthomonas euvesicatoria XeQi6 + + +

30 Xanthomonas euvesicatoria XeQi7 + + +

31 Xanthomonas euvesicatoria XeQi8 + + +

32 Xanthomonas euvesicatoria XeQi9 + + +

33 Xanthomonas euvesicatoria XeQil0 + + +

34 Xanthomonas euvesicatoria XeSul + + +

35 Xanthomonas euvesicatoria XeSu2 + + +

36 Xanthomonas euvesicatoria XeSu3 + + +

37 Xanthomonas euvesicatoria XeSu4 + + +

38 Xanthomonas euvesicatoria Vi + + +

39 Xanthomonas euvesicatoria V2 + + +

40 Xanthomonas euvesicatoria V3 + + +

41 Xanthomonas euvesicatoria V4 + + +

42 Xanthomonas euvesicatoria V5 + + +

43 Xanthomonas euvesicatoria T + + +



44 Xanthomonas vesicatoria Xvl - - -

45 Xanthomonas vesicatoria Xv2 - - -
46 Xanthomonas gardneri Xgl - - -
47 Xanthomonas gardneri Xg2 - - -
48 Xanthomonas perforans Xpl - + -
49 Xanthomonas perforans Xp2 + - +
50 Xanthomonas oryzae pv. oryzae YH - - -
51 Pseudomonas syringae pv. syringae Pss1 - - -
52 Pseudomonas syringae pv. syringae Pss2 - - -

C1

1000000 1snhnnu. | 2000000 2500000 3000000 3500000 4000000 4500000

"i N [ [ (I NI Jees] | [eessal [ IS8 ] [ [seSm—mme)

Xanthomonéas-axonopodis pv. £it

1500008—_/ /" /
[

4500000

= -&, ‘él_lmt‘-,-. L ;!Ezg_;-w/ji/ﬁlj
o ) ,ﬁ-» — ——_——

=
w-—-g! -

""i“mﬁtf'-”"..g,_ -
%ﬁ*ﬁ%

./

ﬂnomonas campe

Xantho as hortorum
-1500000 -1000000

Al

C2

508000 3510000 3511000 3512000 3513000 3514000 3515000 3515000 3517000 3518000 351000 3520000 3521000 3522000 3523000 3524000 3525000 3

——— — ——
ar II —— 4|‘:I  e— | — DD a {

B : S T CDS [3516837,3518633)] |
—é—é—"m%—ta" OINONAS AXONONODS Py QIR ATP-dependent DNA helicase RecQ
115000 3716000 3717000 3718000 3719000 3720000  372fo00 3722000 3723000 37‘zwvu—.mmw—‘° L 3727000 3728000 3728000 3730000 373foo0 37

————————— 1 —3D ——————
C ] =  — — o [} mm ] (

Xanthomonas campestris pv. vesicatoria str. 85.10 . .
2080000 2067000 2062000 2063000 2064000 2065000 2065000 2067000 2065000 2069000 2070000 2071000 2072000 2073000 2074000 2075000 2075000

—— I_LI —————
i ) . I\:l  — | —| ?D - (

.

Xanthomonas campestris pv. vesicatoria str. 85-10 . —
2000 3833000 383d000 3835000 3836000 3837000  383B000  383B000 3840000 384000 3842000 3843000 3844000 3845000 3846000 3847000 3848000 304

C ] C—————— ———— —
| 0 Il:l  — — DI:I [} — t
N = S—]
R —
Xgn!ngmgngg hortorum Dv. gardneri —_—
00 940000 941000 942000 943000 944000 45000——— 846000 947000 948000 949000 950000 951000 952000 953000 954000 955000 95601

—————— ¢ ' o5l Do ee—— e —

Xanthomonas euvesicatoria LMG930

4814000 4815000 4315000 4817000 4818000 4815000 4820000 4821000 4822000 3000 4824000 4825000 4826000 4827000 4828000 4828000 4830000

a ——— o O s o B — O S—| —— =

Supplementary Fig. 1. Alignment of whole genomes of Xanthomonas euvesicatoria, X. perforans, X. vesicatoria, X. gardneri, X. axo-
nopodis pv. citrumelo, and X. compestris pv. vesicatoria for selection and location of target specific gene RecQ through progressive
mauve alignment.



